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Plexin-domain containing 2 promotes invasion and metastasis of gastric cancer by

regulating filopodia formation
WU Bin, WANG Junjie, REN Zhixiang, LIU Jiajia, QIAN Feng Center of General Surgery, Center of Minimal

Invasive Gastrointestinal Surgery, First Affiliated Hospital, Army Medical University ( Third Military Medical
University ) , Chongging, 400038, China

[ Abstract |  Objective  To investigate the role of plexin-domain containing 2 ( PLXDC2) in
regulating the invasion and metastasis of gastric cancer (GC) and explore its mechanism. Methods The data
of GC cases were collected from The Cancer Genome Atlas Stomach Adenocarcinoma ( TCGA-STAD )
database, and the relationship between PLXDC2 expression and the clinicopathological parameters as well as
the prognosis of GC patients were statistically analyzed. PLXDC2 knockdown and overexpression GC cell
models were constructed respectively, then Matrigel-transwell invasion assay and mouse peritoneal metastasis
model were performed to evaluate the effect of PLXDC2 on the invasion and metastasis of GC cells. Western
blotting and immunofluorescence assay were also adopted to investigate the potential mechanism of PLXDC2 in
GC. Results PLXDC2 was highly expressed in GC tissues (P <0. 05), and its expression level was
positively correlated with neoplasm histological grade (P<0.01), TNM stage (P<0.05) and T stage (P<
0.05) , while negatively with the prognosis of patients ( P<0.05). Cox regression analysis identified PLXDC2
as an independent risk factor for prognosis ( P<0.05). Silencing PLXDC2 significantly inhibited the invasion
ability of GC cells in vitro (P<0.01) and metastasis in vivo (P<0.01) , whereas overexpression of PLXDC2
obtained the opposite results. Moreover, the changes of PLXDC2 level correspondingly affected the expression
of Cdc42 and the formation of filopodia in GC cells. Conclusion PLXDC2 promotes the invasion and
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metastasis of GC cells by regulating the formation of filopodia, and may act as a potential prognostic biomarker

and therapeutic target for GC.
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1.9 %itFo#

Frfrsegmz /b 3 Ik, R SPSS 5 GraphPad
Prism #CF, 5045 DL v x5 Kox o W9 2H (8] A bR T
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Ffl GEPIA 7E£k T H43#H7 TCGA %idit 2 PLXDC2 75 B
FEA IR 57 4 21 mRNA ki 00, 45 8 7 PLX-
DC2 7E B 2 i) ik | B 3 T o 4l (P<
0.05,/ 1B) , it—2X) NCBI GEO %§#ig & 711y 3 4~
SRS T AT, AR TCGA ¥ R Bk Al 4 2R
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5] 0.146  0.703 T4 99  39(39.4)  60(60.6)

L 225 112(49.8)  113(50.2) N 433 0.857  0.836
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